BUMC 2020 Antibiogram
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Organism Z | =]l =2 ||l =]l o) o]lal o s |lols| & 4] 2 3 2 = [=] [ [ = I = =
Acinetobacter baumannii complex] 5532 Gd> qons | d45] 2920 41 S0 | dv 47 43 57| Sdi
Acinetobacter species, not baumanni| 100 SE | 81| T 30 0oL ] 3di ooz 1| 100 &7
Citrobacter freundii comples| 1003 G2 b= B e P R s 32| 30 oo G5 Tax| 3| 85
Citrobacter koseri| 1003 37 00| Svea] 97 | 100 10004 | 1005 1004 100 | 002 97
Enterobacter asrogenes| 1005 Fi=r b= = BT I R N 1004 ] 35k 35 Fi== S| 00 36
Enterobacter cloacae complex| 335 T Qg5 | Bax] BE | A2 95| 93 S| 3 T S 94| Bdn
Enterococcus Faecalis, not YRE 100 T 1005 TE= ] 95 100 22 1005
Enterococcus faecium, not YRE S 21 1005 21 | 36 26 243 1005
Enterococcus faecium, vancomycin resistant 1 0 100 O | 97 i g 0
Escherichia coli] 1005 78| 365 | ddi | G20 61| G631 | 855 G0 | 63 o | T 1005] 3 355 B3| G2+ | 62
Klebsiella oxyrocal 333 | 3234 ST | &7 G5 | 87| 822 | 35 86 | 93 35 ] 31 3 Ta= | Gdi | TE
Klebsiella pneumoniae| 1003 | 53 BE- | 8320 A 8500 | 83 77 | 82 86 | 88 33 ) 23 fitars TO= | G0 | TE
Morganella morganii| 1005 352 100 ) S8 ] 930 | TS g6 | TR 100 100 43| 95| T
Mycobacterium avium complex 35
Proteus mirabilis] 100 | 3320) 76 | 810 | 38| Fooc| 950 | 38| 3620 | 78 I3 | T 100 100 It | T
Pseudomonas aeruginosal 3434 [=t=i Fi== R a1 B TE g2 365
Serratia marcescens| 1003 33 005 | S| 8354 | 0% 36% | 92 334 T (= i st
Staphylococcus aureus, methicillin resistant 279 BT | 100} 965 | 27 | 100 0 35 | 54 35100
Staphylococcus aureus, not MRSA b 1 g S5 100 ) 38 | At |00 00 1002 A2 93 | 100
Staphylococcus epidermidis 35 das 100 Ta ] 36 ] AT 165 92 | B2 a7 | 100
Staphylococcus species, coagulase negative 51 51 ST | SEw 00 S8 | 32 A6 | T3 ST | 100
Stenotrophomonas maltophilia 295 83 100
Swreptococcus pneumoniae 00 0o Ga 100 83 100 85 5> | 100
Viridans streptococcus group T 0o 7o 100




